
Statistical data obtained by FISH analysis  
 
 

0

2

4

6

8

10

12

14

16

18

4 5 6 7 8 9 10 11

pMARS copies per Metaphase plate

N
um

be
r o

f M
et

ap
ha

se
 p

la
te

s 
co

un
te

d

 
 
Figure 3  
pMARS copies per metaphase plate as counted by FISH analysis 
 
 
 
 
 
ChIP analysis 
 
 
Immunoprecipitation experiments with an anti-SAF-A antibody6 were performed with 

CHO cells transfected with either pEPI-eGFP, pTetMAR, pDiMAR or pGFP-C1. 

Results from three independent immunoprecipitations experiments are shown. As 

controls, PCR analyses with various amounts of vector DNA corresponding the 

expected concentration of vector DNA in 3x103 - 3x105 cells were done (Figure 4).  

To show that the amount of amplifiable DNA was identical in all samples, the minimal 

endogenous S/MAR of the CHO dhfr-locus7 was amplified (see Figure 5B II in the 

manuscript). 

Radioactive PCR was performed by adding 1µCi of α-[³²P]-dCTP (Hartmann; 3000 

Ci/mmol) to a 60 µl PCR reaction volume using 250 ng DNA of each 


